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RAW SEQUENCE LISTING 
lERROR REPORT 



Tiic Biotechnology Systems Branch of the Scientific and Technical Information 
Center (STIC) detected errors when processing the following computer readable 
form: 



Apphcaiion Serial Number: 

Source: ^ ^ 

-Date Processed b>^STIC: ^1 |Q1U H 

THE ATTACHED PRINTOUT EXPLAINS DETECTED ERRORS. 

PLEASE FORWARD THIS INFORMATION TO THE APPLICANT BY EITHER: 

1) INCLUDING A COPY OF THIS PRINTOUT IN YOUR NEXT COMMUNICATION TO THE 
APPLICANT WITH A NOTICE TO COMPLY or, 

2) TELEPHONING APPLICANT AND FAXING A COPY OF THIS PRINTOUT WITH A 
NOTICE TO COMPLY 

FOR CRF SUBMISSION AND PATENTIN SOFTWARE QUESTIONS, PLEASE CONTACT 
MARK SPENCER, TELEPHONE: 703 .508-42 1 2; FAX: 703-308-4221 
Effective 12/13/0} : TELEPHONE: 571-272-2510; FAX: 571-273-0221 



TO RKDUCIl ERRORED SEQUENCE EISTINGS, PLEASE USE THE CHECKER 
VERSION 4T PROGRAM , ACCESSIBLE THROUGH THE U S PATENT AND 
TRADEMARK OFFICE WEi3SEi E. SEE BELOW FOR ADDRESS: 

h(tn://www.uspto.HovAvcb/ofrices/pac/chcckcr/chkr4 1 note. htm 



Applicnnts subinilling genetic sequence infoi jnalioii cIcciroiiif^Hy on diskTfTte or CD-Roni sl^onlcl be a\\;iic ih.il llicre is 

a possibililv thai the diskyCD-Roin niav have been affected by ircatnieiU given to all niconiing mail 

Please consider using allcrnalc nictliods of submission for ihc disk/CD-Rom or rcplaccnicnl disk/CD-Koni. 

Any r eply including a sequence hstiim i n electronic form should NOT be sent to the 2023 1 zip code ndd rcss (or 1 1 1 c 

United Stntcs Patent and Trademark Office, and instead should be sent via tiic foliowinij: to tiic indicated addre sses 

1. EFS-Bio (<litti):/Avwwjisi)to.i:()v7et)c/ers/(lo\viiloa(ls/(locinnerits.htni> , EPS Subniission 
User MaiiiiaUcPAVlZ) 

2. U.S. Postal SciTice: Commissioner for i^alcnls. P.O. Box 1450. Alexandria. VA 22313 1430 
3 Hand Carry directly (o (EFFECTIVE 12/01/03): 

U S. Patent and Trademark Office, Box vSequcnce, Customer Window, Lobby, Room 1 13*03, Cr^'stal Pla/.i Two, 
201 1 South Clark Place. Arlington. VA 22202 
■1. Fcdci al Express, United Parcel Service, or-other delivery seiTice to: U"S. Patent and Trademark Orfice. 
Box Sequence, Rocmi' M3()3 -Mail room. Ciyslal Pla^i Two. 201 1 South Clark Place, Arlington, VA 22202 



Revised 10/08/03 



Raw Sequence Listing Error Summary 



ERROR DETECTED SUGGESTED CORRECTION 

ATTN: NEW RULES CASE^: PLEASE DISRKqARD ENGLISH "ALPHA" HEADE^^; WHICH We7e INsI^T^O BV PTO SOrrWAKC 



SERIAL NUMBER- 



I 



_ Wrapped Nucleics The number/text at the end of each line "wraoDcd" down to th^^ nert lin. tu- 
W.pped Aminos w..^^^^^^^^^ 

Invalid Line Length The rules require .hat a line not exceed 72 characters in length. This includes white spaces. 

not use tab codes between numbers; 



-* Misaligned Amino TTie numbering under each 5* amino acid is misaligned. Do 

Numbenng use space characters, instead. 



_Non-ASClI 



_ Variable Length 



The submitted file was not saved in ASCIl(DOS) text, as required by the Sequence Rules Please 
ensure your subsequent submission Is saved in ASCII text H^nceKuies. i lease 

Sequence(s) contain n*s or Xaa's representing more than one i^sidue. Per Sequence Rules 

each n or Xaa can only represent a single residue. Please present the maximum number of 
residue hav.ng variable length and indicate .n the <220>-<223> sect.on ,ha. someray be n,rssmg 

s—Cl)'''"''" <220>.<223> sec.on to be missing from amino acid 

sequences(s) _. Nomially, Pateniln would automatically generate this section from ih^ 

previously coded nucleic acid sequence. Please manually copy the relevant <220>-<S s^c^on o 
the subsequent ammo acd sequence. This applies to the mandatory <220>-<223> sections for 
ArtiFicial or Unknown sequences. :»i^<^uunMor 

-Sa- "Srs^ir^"^ 



_Patentln 2.0 
''bug" 



8 Skipped Sequences 

(NEW RULES) 



9 Use of n's or Xaa's 

(NEW RULES) 

' In valid <2I3> 



10 



Response 



1 1 Use of<220> 



J 2 ^Patentln2.0 

"bug" 

' 3 Misuse of n/Xaa 



(xi) SEQUENCE DESCRIPTiON:SEQ ID NO^X: (insert SEQ ID NO wherT^H shoT^^ 
This sequence is intentionally skipped ' 

Please also adjust the "(ii) NUMBER OF SEQUENCES:" response to include the skipped sequences. 

Srjetln^nutb::'- '""^ ^^-PP^" -^-ce. 

<400> seqiienc* id number ^ ■ ' - - - 

000 * ^ 

Use of n's and/or Xaa's have been detected in the Sequence Listing 

fn<2lti\°/<7^r"r °f <220>-<223> is MANDATORY if n's or Xaa s are present. 

In <220> to <223> section, please explain location of n or Xaa, and which residue n or Xaa represents. 

^JlJJrr °^^T"" f '^^^i'talid <2I3> response., .re I In^n^..^ A.in^^^^^^^^. 
;j-gi^|£^itei^ <220>.<223> sectiolf^^;^;!;^^^ „^ 

Sequence(s) _ missing the <220> "Feature" and associaied numeric identifiers and resoonses 

Sknown ? MANDATORY if <2,3> "Organ.sm" response. "Artinaa^ Seq nc" or 

Unknown. Please explain source of genetic material in <220> lo <223> section 
(See "Federal Register," Ot5rOI/1998. Vol. 63, No. 104. pp. 29634^32) (Sec. 1.823 of Sequence Rules) 

Please do not use "Copy lo Disk" function of Patcntin version 2,0. This causes a corrupted file • 
c ulimg m missing mandatory numeric identifiers and responses (as indicated on raw equence 
listing), instead, please use ;'FiIe Manager" or any other manual means to copy file to flopprdisk. 

"n" can only represent a single nucleotide; "Xaa" can only represent a single amino acid 

AMC- Biotechnology Systems Branch -09/09/2003 * 
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RAW SEQUENCE LISTING DATE: 03/10/2004 

PATENT APPLICATION: US/10/791,209 TIME: 16:44:32 

Input Set : A:\SEQUENCE.ST25.txt 

Output Set: N:\CRF4\03102004\J791209.raw 

<110> APPLICANT: Hahn, Soonkap 

<120> TITLE OF INVENTION: DETECTION OF STRP, SUCH AS FRAGILE X SYNDROME 
<130> FILE REFERENCE: 81671 

<140> CURRENT APPLICATION NUMBER: US/10/791 ,209 
<141> CURRENT FILING DATE: 2004-03-01 . 

<160> NUMBER OF SEQ ID NOS: 6 ^ 

<170> SOFTWARE: PatentIn version 3.2 *^0©S Not COIliply 

<2io> SEQ ID NO: 1 Correctcd Diskette Needsd 

<211> LENGTH: 21 ' ^ . ^« 

<212> TYPE: DNA 



.ORGANISM: 



<4'00> SEQUENCE 
gtcaggcgct cagctccgtt t 
<210> SEQ ID NO: 2 
<211> LENGTH: 27 

<212> TYPE: DNA^ 

<213> ORGANISM: ^rimery JyA 

<4 00> SEQUENCE: ^2 — """""'^ 
ctcctccatc ttctcttcag ccctgct 
<210> SEQ ID NO: 3 
<211> LENGTH: 15 

<212> TYPE: DNA^-^r:^^-— 

<213> ORGANISM ^target sequence 
<400> SEQUENCE:^ 
cgccgccgcc gccgc 
<210> SEQ ID NO: 4 
<211> LENGTH: 33 
<212> TYPE: DNA 



primer ) ' W 




21 Arr-h'i^ZSAC/ 

Sf^deJ > 



15 



: (target sequenc^ ' ^' 



i-In^/i^UcI Use 



<213> ORGANISM 

<4 00> SEQUENCE 

catcttctct tcagccctgc tagcgccggg age 
<210> SEQ ID NO: 5 
<211> LENGTH: 33 
<212> TYPE: DNA 
<213> ORGANISM: fpfob€ 
<400> SEQUENCE: 
gctcccggcg ctagcagggc tgaagagaag atg 
<210> SEQ ID NO: 6 

<211> LENGTH: 30 v I .-n .xx OP 

<212> TYPE: DNA ^...^^ Ja\[(A Ic^P^I^^" 

<213> ORGANISM: (probe A-Hin^'^ I 
<400> SEQUENCE: 

cggcggcggc ggcggcggcg gcggcggcgg 



33 



33 



30 



file://C:\CRF4\Outhold\VsrJ791209.htm 
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VERIFICATION SUMMARY DATE: 03/10/2004 

PATENT APPLICATION: US/10/791 ,209 TIME: 16:44:33 

Input Set : A:\SEQUENCE.ST25.txt 

Output Set: N:\CRF4\03102004\J791209.raw 

L:9 M:270 C: Current Application Number differs, Replaced- Current Application No 
L:'9 M:271 C: Current Filing Date differs, Replaced Current Filing Date 
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